FILE 'BIOSIS, COMPUSCIENCE, BIOTECHDS, BIOTECHNO, MEDLINE, EMBASE' 
ENTERED AT 17:31:38 ON 22 FEB 2005 



L33 0 S (CLONING DNA LIGASE) 

L34 OS (DNA LIGASE FRAGMENT) 

L35 0 S (DNA LIGASE EXPRERSSION) 

L36 19 S (DNA LIGASE PROTEIN) 

L37 11 S (DNA LIGASE EXPRESSION) 

L38 8 DUP REM L37 (3 DUPLICATES REMOVED) 

L39 7 S L38 AND PY<=2001 



FILE *STNGUIDE» ENTERED AT 17:37:54 ON 22 FEB 2005 



FILE 'BIOSIS, COMPUSCIENCE, BIOTECHDS, BIOTECHNO, MEDLINE, EMBASE' 

ENTERED AT 17:39:52 ON 22 FEB 2005 

L40 112 S L4 AND (DNA TOPOISOMERASE) 

L41 60 DUP REM L4 0 (52 DUPLICATES REMOVED) 

L42 1 S L41 AND (TOPOISOMERASE CLONING) 

L43 38 S L41 AND PY<=2001 

FILE 'STNGUIDE* ENTERED AT 17:45:00 ON 22 FEB 2005 



FILE 'BIOSIS, COMPUSCIENCE, BIOTECHDS, BIOTECHNO, MEDLINE, EMBASE * 

ENTERED AT 17:49:51 ON 22 FEB 2005 
L4 4 3 S L4 AND (ELONGATION FACTOR G) 

L4 5 2 DUP REM L4 4 (1 DUPLICATE REMOVED) 

FILE 'STNGUIDE' ENTERED AT 17:51:48 ON 22 FEB 2005 
L46 0 S L4 AND (RNASE P) 

FILE 'BIOSIS, COMPUSCIENCE, BIOTECHDS, BIOTECHNO, MEDLINE, EMBASE* 
ENTERED AT 17:52:57 ON 22 FEB 2005 
L47 4 S L4 AND (RNASE P) 

L48 1 DUP REM L47 (3 DUPLICATES REMOVED) 

FILE 'STNGUIDE' ENTERED AT 17:53:46 ON 22 FEB 2005 
L49 0 S ((VARIABLE REGION (ION) GENE) AND (IDENTITY OR SIMILARITY)) 

FILE 'BIOSIS, COMPUSCIENCE, BIOTECHDS, BIOTECHNO, MEDLINE, EMBASE » 

ENTERED AT 17:56:44 ON 22 FEB 2005 

L50 462 S ((VARIABLE REGION (ION) GENE) AND (IDENTITY OR SIMILARITY)) 

L51 2 S L50 AND ((VARIABLE REGION) (5N) CLONING) 

L52 2285 S PGR AND MASS SPECTROMETRY 

L53 8 S L52 AND (NUCLEIC ACID FRAGMENT) 

L54 4 DUP REM L53 (4 DUPLICATES REMOVED) 



FILE 'STNGUIDE' ENTERED AT 18:07:49 ON 22 FEB 2005 



{FtLE 'HOME* ENTERED AT 16:02:59 ON 22 FEB 2005) 

FILE 'BIOSIS, COMPUSCIENCE, BIOTECHDS, BIOTECHNO, MEDLINE, EMBASE' 

ENTERED AT 16:05:00 ON 22 FEB 2005 
LI 21 S CLUSTERING AND (SIMILARITY SCORE) 

L2 13 DUP REM LI (8 DHPLICATES REMOVED) 

FILE 'STNGUIDE' ENTERED AT 16:06:18 ON 22 FEB 2005 
L3 OS PCR (15N) FRAGMENT 

FILE 'BIOSIS, COMPUSCIENCE, BIOTECHDS, BIOTECHNO, MEDLINE, EMBASE* 

ENTERED AT 16:36:17 ON 22 FEB 2005 
L4 4 0501 S PCR (15N) FRAGMENT 

L5 13 S L4 AND (DNA POLYMERASE III) 

L6 9 DUP REM L5 (4 DUPLICATES REMOVED) 

L7 1 S L6 AND PY<=2001 

FILE 'STNGUIDE' ENTERED AT 16:41:31 ON 22 FEB 2005 
L8 0 S L4 AND (ELONGATION FACTOR TU) 

FILE 'BIOSIS, COMPUSCIENCE, BIOTECHDS, BIOTECHNO, MEDLINE, EMBASE* 

ENTERED AT 16:45:07 ON 22 FEB 2005 
L9 18 S L4 AND (ELONGATION FACTOR TU) 

LIO 7 DUP REM L9 (11 DUPLICATES REMOVED) 

Lll 6 S LIO AND PY<=2001 

FILE 'STNGUIDE' ENTERED AT 16:50:39 ON 22 FEB 2005 
L12 0 S L4 AND GROEL AND PY<=2001 

FILE * BIOSIS, COMPUSCIENCE, BIOTECHDS, BIOTECHNO, MEDLINE, EMBASE ' 

ENTERED AT 16:57:12 ON 22 FEB 2005 
L13 48 S L4 AND GROEL AND PY<=2001 

L14 ■ 14 DUP REM L13 (34 DUPLICATES REMOVED) 

L15 5 S L14 AND (HEAT SHOCK) 

FILE *STNGUIDE' ENTERED AT 17:00:06 ON 22 FEB 2005 
L16 0 S L4 AND (RNA POLYMERASE BETA) 

FILE 'BIOSIS, COMPUSCIENCE, BIOTECHDS, BIOTECHNO, MEDLINE, EMBASE* 

ENTERED AT 17:03:18 ON 22 FEB 2005 
L17 30 S L4 AND (RNA POLYMERASE BETA) 

L18 17 DUP REM L17 (13 DUPLICATES REMOVED) 

L19 6 S L18 AND PY<=2001 

FILE 'STNGUIDE* ENTERED AT 17:06:02 ON 22 FEB 2005 

• FILE 'BIOSIS, COMPUSCIENCE, BIOTECHDS, BIOTECHNO, MEDLINE, EMBASE ' 
ENTERED AT 17:11:51 ON 22 FEB 2005 
L20 47 S L4 AND ( PHOSPHOGLYCERATE KINASE) 

L21 33 S L20 AND PY<=2001 

L22 13 DUP REM L21 (20 DUPLICATES REMOVED) 

FILE 'BIOSIS, COMPUSCIENCE, BIOTECHDS, BIOTECHNO, MEDLINE, EMBASE ' 

ENTERED AT 17:18:59 ON 22 FEB 2005 
L23 87 S L4 AND NADH DEHYDROGENASE 

L24 41 DUP REM L23 (4 6 DUPLICATES REMOVED) 

L25 21 S L24 AND PY<=2001 

FILE 'STNGUIDE' ENTERED AT 17:22:50 ON 22 FEB 2005 
L2 6 0 S L4 AND (DNA LIGASE) 

FILE 'BIOSIS, COMPUSCIENCE, BIOTECHDS, BIOTECHNO, MEDLINE, EMBASE' 
ENTERED AT' 17:24:49 ON 22 FEB 2005 

S L4 AND (DNA LIGASE) 
S L27 AND (LIGASE (ION) CLON?) 
S L28 AND PY<=2001 

DUP REM L29 (3 DUPLICATES REMOVED) 
S (CLONING DNA LIGASE GENE) 
S (CLONING DNA LIGASE) 



L27 


174 


L28 


15 


L29 


10 


L30 


7 


L31 


0 


L32 


0 



